Notes from informal MBGP Meeting July 30th, 2007, Vancouver.
Present (may not be complete): Isobel Parkin (Canada), Graham King (UK), Yong Pyo Lim (Korea), Jinling Meng (China), George Haughn (Canada), Faouzi Bekkaoui (Canada), Raju Datla (Canada), Gopalan Salveraj (Canada), Andrew Sharpe (Canada).
Agenda items:

1. Inventory of public domain resources: Graham King indicated that this was still an on-going process and he was waiting for responses from a number of MBGP members. He also indicated that Rothamsted was hiring a data curator who would be in place in August and would be responsible for collating the information and maintaining and developing the Brassica website (www.brassica.info).

2. Integration of Brassica Genetic Maps:  Graham described the types of information and resources that would need to be collected to provide the community with a common system for map integration. He also described the outline of a manuscript that he and Derek Lydiate were developing to generate a common nomenclature for Brassica genetic maps.  They hoped to distribute the outline towards the end of 2007 to contributing labs (this has been completed).
Yong Pyo Lim described a recently funded five year project in Korea which aimed to develop public SSR markers for Brassica rapa from BAC end sequences and sequenced seed BACs.  

Isobel Parkin indicated that she had received DNA for NIAB’s B. rapa F3 population which was being used to anchor seed BACs for the sequencing project.  Isobel’s lab would be utilizing AAFC markers previously mapped to Yong Pyo’s CKDH population to assist with integrating the two B. rapa maps. 
3. TILLING populations: Updates of the Brassica napus TILLING projects on-going in Canada and China were provided by George Haughn and Jinling Meng, respectively.  The project in China is more advanced and it was agreed that Jinling would provide the Canadian group with DNA from his pooled mutagenised lines.
It was noted that there was interest in Canada in developing a TILLING population for Brassica carinata and funding was being pursued.
4. BAC libraries: Chris Pires (US) had sent a message to indicate that as part of an approved NSF proposal, his team would be sequencing the ends of a B. oleracea BAC library and would also be sequencing 100 B. oleracea BAC clones, which would be homologous to previously sequenced B. rapa clones.
Isobel indicated that her lab was in the process of generating a BAC library from a doubled haploid B. nigra line (germplasm courtesy of Alison Ferrie, NRC-PBI) which would be available early 2008.  
5. Brassica expression arrays:  The different types of arrays which were either under development or proposed for development were discussed.  It was agreed that the community would be consulted to gauge interest in the different formats, the three formats under discussion were Agilent, Affymetrix and Combimatrix.
6. Multinational Brassica rapa sequencing project: Updates were provided by those groups actively involved in sequencing.  
Graham indicated that Rothamsted would be collating BAC sequencing status information and maintaining a simple tracking database to assist the different groups in ensuring there was no duplication in efforts.  This database will be available at http://www.brassica.info/b_rapa_sequencing_project/bac_sequencing.htm. Also the UK group (Martin Trick) had been identifying BAC clones which potentially crossed breakpoints in collinearity for R1 and R8.
It was noted that Tim Sawbridge had taken over responsibility for the efforts to sequence R7 at DPI in Australia from Dave Edwards.

A number of members at the meeting mentioned that they had been in discussions with scientists in India who were submitting a concept note to secure funding for the sequencing of two chromosomes.

